Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.002 Å; R factor = 0.042; wR factor = 0.127; data-to-parameter ratio = 20.9.
Related literature
For bond-length data, see: Allen et al. (1987) . For hydrogenbond motifs, see: Bernstein et al. (1995) . For related structures, see: Fun et al. (2010 Fun et al. ( , 2011 ; Jansrisewangwong et al. Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.127 S = 1.04 4458 reflections 213 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.24 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x; Ày þ 1; z À 1 2 .
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). Gokce, M., Utku, S. & Kupeli, E. (2009) 
Comment
Hydrazones have been known to be responsible for various bioactivities such as antibacterial (Angelusiu et al., 2010 ), antioxidant (Li et al., 2008 ), antifungal (Loncle et al., 2004 ), anti-inflammatory (Gokce et al., 2009 and also tyrosinase inhibitory (Bendre et al., 1998) activities. With our on-going research on medicinal chemistry, we previously reported the syntheses and crystal structures of some hydrazone derivatives (Fun et al., 2010 (Fun et al., , 2011 Jansrisewangwong et al., 2010; Nilwanna et al., 2011) . Herein we report the crystal structure of the title compound. It was screened for antioxidant and antibacterial activities and found to be inactive.
The title molecule ( Table   1 ) generates an S(6) ring motif (Bernstein et al., 1995) . The bond distances are within the normal range (Allen et al., 1987) and are comparable with related structures (Fun et al., 2010 (Fun et al., , 2011 Jansrisewangwong et al., 2010; Nilwanna et al., 2011) .
In the crystal structure (Fig. 2) , the molecules are linked by weak C-H···O interactions (Table 1) into chains along the c axis in a head-to-head manner. These chains are further stacked along the b axis by a π-π interaction with Cg1···Cg2 ii distance of 3.6088 (10) Å [symmetry code: (ii) x, 1 -y, 1/2 + z]; Cg1 and Cg2 are the centroids of C1-C6 and C8-C13 benzene rings, respectively.
Experimental
The title compound (I) was synthesized by dissolving 2,4-dinitrophenylhydrazine (0.40 g, 2 mmol) in ethanol (10.00 ml) and H 2 SO 4 (conc.) (98%, 0.50 ml) was slowly added with stirring. 2-Chloroacetophenone (0.30 ml, 2 mmol) was then added to the solution with continuous stirring. The solution was refluxed for 1 h yielding a yellow solid, which was filtered off and washed with methanol. Yellow block-shaped single crystals of the title compound suitable for X-ray diffraction were recrystalized from ethanol by slow evaporation of the solvent at room temperature over several days (m.p. 478-479) .
Refinement
Amide H atom was located in a difference map and refined isotropically [N-H = 0.85 (2) Å]. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.93 Å for aromatic and 0.96 Å for CH 3 supplementary materials sup-2 atoms. The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups. Figures   Fig. 1 . The molecular structure of the title compound, showing 40% probability displacement ellipsoids and the atom-numbering scheme. Hydrogen bond is shown as a dashed line. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0406 (7) 0.0801 (11) 0.0413 (7) −0.0039 (7) 0.0099 (6) −0.0137 (7) C1 0.0336 (6) 0.0390 (7) 0.0335 (6) 0.0020 (5) 0.0106 (5) 0.0000 (5) C2 0.0334 (6) 0.0403 (7) 0.0381 (7) 0.0004 (5) 0.0152 (5) −0.0013 (5) C3 0.0409 (7) 0.0491 (8) 0.0338 (6) 0.0015 (6) 0.0156 (6) −0.0038 (6) C4 0.0338 (7) 0.0522 (9) 0.0358 (7) 0.0005 (6) 0.0079 (5) −0.0063 (6) C5 0.0331 (7) 0.0616 (10) 0.0427 (8) −0.0019 (7) 0.0147 (6) −0.0037 (7) C6 0.0367 (7) 0.0597 (10) 0.0345 (7) −0.0025 (7) 0.0147 (6) −0.0016 (6) C7 0.0343 (7) 0.0400 (7) 0.0359 (7) 0.0005 (6) 0.0072 (5) 0.0002 (6) C8 0.0371 (7) 0.0383 (7) 0.0345 (6) −0.0045 (6) 0.0062 (5) −0.0045 (5) C9 0.0408 (7) 0.0411 (8) 0.0366 (7) −0.0020 (6) 0.0046 (6) −0.0049 (6) C10 0.0599 (10) 0.0528 (10) 0.0349 (7) −0.0056 (8) 0.0099 (7) −0.0042 (6) C11 0.0673 (11) 0.0608 (11) 0.0454 (9) −0.0083 (9) 0.0257 (8) −0.0083 (8) C12 0.0476 (9) 0.0564 (10) 0.0600 (10) −0.0022 (8) 0.0229 (8) −0.0086 (8) C13 0.0394 (7) 0.0494 (9) 0.0415 (7) −0.0004 (6) 0.0080 (6) −0.0041 (6) C14 0.0411 (8) 0.0684 (12) 0.0477 (9) −0.0113 (8) 0.0094 (7) 0.0021 (8) Geometric parameters (Å, °) 
